Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.003 Å; R factor = 0.038; wR factor = 0.110; data-to-parameter ratio = 12.9.
In the structure of the title compound, C 13 H 18 N 2 O 2 S, molecules are linked together by intermolecular C-HÁ Á ÁS interactions into one-dimensional extended chains along the a axis. The crystal packing is further influenced by weak C-HÁ Á ÁO interactions.
Related literature
For related structures, see: Odabaşog lu et al. (2007) . For applications and uses of benzimidazole-2-thiones, see: Zhang et al. (2001 Zhang et al. ( , 2007 ; Monforte et al. (2008) ; Mazloum et al. (2000) ; Perrin & Pagetti (1998) . For chemical background on the synthesis of the title compound, see: Wang & Liu (1996 , 2007 ; Rivera & Maldonado (2006) ; Rivera et al. (2008) . Table 1 Hydrogen-bond geometry (Å , ). Benzimidazole-2-thione and their derivatives exhibit potential applications in many areas such as: pharmacological (Zhang et al. 2001 (Zhang et al. , 2007 Monforte et al. 2008) and industrial (Mazloum et al. 2000; Perrin & Pagetti, 1998) . This compound has been synthesized by reaction of o-phenylenediamine with carbon disulfide in presence of KOH (Wang & Liu, 2007 ) or tertiary amines (Wang & Liu,1996) . Further substitution of heterocyclic system could be obtained by N-alkylation with an alkylating agent. As a part of our research on the structure and properties of aminals cage, we have recently started a study on the reactivity of 6H,13H-5:12,7:14-dimethanedibenzo-[d,i][1,3,6,8]-tetraazecine (DMDBTA) (Rivera et al., 2008 , Rivera & Maldonado 2006 . In our recent investigation, when we carried out the reaction between DMDBTA and carbon disulfide in ethyl alcohol, the cyclic thiourea 1,3-bis(ethoxymethyl)-1,3-dihydro-2H-benzimidazole-2-thione was obtained and its crystal structure was determined.
Experimental
The molecular structure of the title compound, a new benzimidazole-2-thione derivative, is shown in Fig. 1 . The bond lengths and angles are within normal ranges and are comparable with the related structures (Odabaşoğlu et al., 2007) . The crystal structure is further stabilized by intermolecular C-H···S interactions which link neighbouring molecules into 1-D extended chains along the a axis. The interesting feature of the crystal structure is C-H···S distance (2.88 Å), which is shorter than the sum of the Van der Waals radii of S and H by 0.12 Å. A weak intermolecular C-H···O interaction helps to establish the crystal packing which link neighbouring molecules into 1-D extended chains along the b-axis (Fig. 2) . This X-ray analysis also shows that both the C8-O1 [1.406 (2) A] and C11-O2 [1.407 (2) A] bonds appear to be shorter than the normal C-O bond-length, whereas the other C-O bond lengths are more agreement with the typical 1.45 Å. This information indicates that the shortening of these bonds suggests some degrees of double bond character.
A mixture of CS 2 (0,95 mmol) and DMDBTA (0,95 mmol) in ethanol (30 ml) was stirred at room temperature for 72 hours.
After completion of reaction as monitored by TLC the solvent was distilled off in vacuo. The crude residue was purified by column chromatography over silica gel (60-120 mesh), using benzene:ethyl acetate mixture (80:20) as eluent to give the title compound. A suitable single crystal (m.p. 377-379 K) of the product was formed by slow evaporation of an acetone solution at room temperature.
The NMR spectra were acquired at room temperature on a Bruker AMX 400 Advanced spectrometer. 1 All hydrogen atoms were discernible in difference Fourier maps and could be refined to reasonable geometry. According to common practice H atoms attached to C atoms were nevertheless kept in ideal positions during the refinement. The isotropic atomic displacement parameters of hydrogen atoms were evaluated as 1.2*U eq of the parent atom. Figures   Fig. 1 . The molecular structure of the title compound showing the atom-numbering scheme, with atomic displacement ellipsoids drawn at the 50% probability level. Refinement. The refinement was carried out against all reflections. The conventional R-factor is always based on F. The goodness of fit as well as the weighted R-factor are based on F and F 2 for refinement carried out on F and F 2 , respectively. The threshold expression is used only for calculating R-factors etc. and it is not relevant to the choice of reflections for refinement.
The program used for refinement, Jana2006, uses the weighting scheme based on the experimental expectations, see _refine_ls_weighting_details, that does not force S to be one. Therefore the values of S are usually larger than the ones from the SHELX program.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.66272 (9) 0.13029 ( 0.0147 (9) 0.0146 (10) 0.0164 (9) −0.0007 (7) −0.0020 (7) −0.0016 (7) C2 0.0136 (9) 0.0145 (9) 0.0155 (9) 0.0008 (7) 0.0003 (7) −0.0027 (7) C3 0.0128 (9) 0.0140 (9) 0.0141 (9) −0.0018 (7) −0.0013 (7) 0.0009 (7) C4 0.0194 (10) 0.0124 (10) 0.0205 (10) −0.0012 (7) −0.0008 (8) 0.0005 (7) 
